Ovoua Yrowndiou Addkropa: MAMAAAKH MAPIANNA

TpweAic emrpomnn:
1)NAMAAAYIA EYATTEAIA (EruBAéniwv)

2.)NANMA BAZIAIKH

3.)MIMEPH XPIZTINA

TirAog Sibakropukic StatpiBric:

Aepedvnon Twv unxaviopwy rou eprékovrat otnv naboyéveia twv T-Aspuatikmv
Aspdwpdtwy kat Twv unoPidrwy Gappdxwy, PE T XPHOT HOPLAKWY TEXVIKWMV Kal

BiomAnpodopikric avéAuong, pe oxkond m BeAtiwon g npdyvwong, Tng Sidyvwong Kat Tne
Bepansiag

MepiAnwn:

Ta T-Aeppatikd Aepdpwpara (CTCL) aviorpoownedouy pua etepoyev) opdda efwhepdadevikiy
non-Hodgkin Aepdwpdrwy, npoepxopeva anod kakondn kKAwvika wpwua T Aepdokitrapa ta
ornola §inBolv to Sépua. Ot Svo Mo onpavikoi ot Twv T-Asppatikdv Aspudwpdtwy sivat n
onoyyoetdrig pukntiaon kat to cuvdpopo Sezary. Mapéro nou moAAEG pehétec £xouv
ETUKEVIPWOEL oTNV KaTaVONoN TWV UNXAVIoHWY TToU EMMAEKOVTOL TNV TaBoyEVELa TwY
T-Aeppatik@v Aepdwpdrwy, o nedio sival akdpa acadég kat to mAfpeg nedio twv CTCL
Xpetadetau va Stacadnviotel.

Ztoxog g napovoag Sisaktopikiig StatpiBrig eival, pe T BoriBELa POPLaKKY TEXVIKMDY Kat
epyaleiwv Blomnpodopikrig, va Swoet mbBavég Aioel; kat va Snutoupyroet T Baon yia thv
avartuén efaropkeupévng poplakig pooéyyiong otn Stdyvwon, npdyvwon kat Ospansia
Stadoépwv otadiwv twv CTCL.

Zuykekppéva, oKOMOG TNG Epyaciag eivat va 1) anokeAvet yovibia onpavtika yia v
naBoyévela Tng véoou Kat Tio SuyKekplpéva va Eexwploet Ta unep/Uno-kppacpéva yovidia 2)
Va EVIOTIOEL ONUAaVTIKOUG ,KOWOoUG Kat [, HOPLAKOUS UNXAVIOHOUE KaL HOVOTdTia petaty Twv
Sadopwv oradiwv twv CTCL 3) va npoodiopioet véeg xprioei ota fdn undpxovea dappaka
(enavanpoobiopiopéva pdppaka) ota CTCL kat va eEETACEL TNV QTOTEAETUATIKATNTA TOUC OF
KUTTaPIKES 0ELpEG CTCL (kat o€ {wikd poveélo av xpelaotel) 4) va pehetrioet ta miRNAs wg
muBavoug otdxoug Bepansuwy kat wg BLoSetkTwV.
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prognosis, diagnosis and therapy

Abstract:

Cutaneous T-cell lymphoma (CTCL), a common subtype of primary T-cell lymphoproliferative
disorder of skin, is a group of malignancies derived from skin-homing T cells representing a
heterogeneous group of lymphoproliferative disorders. Among the CTCL, Mycosis Fungoides
(MF) and Sezary Syndrome (SS) are the two major players. Although many studies have focused
on the understanding the mechanisms of CTCL, the field is still ambiguous and the complete
network of CTCL needs to be elucidated.

This PhD-thesis aims to combine molecular techniques along with different system
bioinformatics approaches in order to offer potential solutions and prepare the groundwork for
the development of personalized molecular approach toward diagnosis, prognosis, and
treatment of different stages of CTCL.

In particular, the purpose of this study is to 1) reveal genes important to disease pathogenesis
and more specifically to highlight over and under expressed genes 2) identify common and
exclusive significant molecular mechanisms and pathways between different stages of CTCL 3)
identify new uses of the already existing drugs (drug repurposing) in CTCL and examine their
efficacy in CTCL cell lines (and in animal model if needed) 4) provide an insight for
microRNA-based treatment approach and biomarker investigation.



